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# 



TCGCCCCACGCGTCCCX^CCGTC^ 



M A G G 
ATG GCT GGG GGC 



4 
12 

24 
72 



RGAPGRGRDEPPESYPOROn 
CGT GGG GCC CCC GGG CGC GGC CGG GAC GAG CCT CCG GAG AGC TAG CCG CAA CGA CAG GAC 

HELQALEAIYG ADFQDLRPn 
CAC GAG CTA CAG GCC CTG GAG GCC ATC TAC GGC GCG GAC TTC CAA GAC CTG CGG CCG GAC 132 

GCT TGC GGA CCG GTC AAA GAG CCC CCT GAA ATC AAT TTA GTT TTO TAC CCT CAA 4 CTA 192 

TGEEVYVKVDLRVKCPPTYt, 
ACT GGT GAA GAA GTA TAT GTA AAA GTG GAT TTG AGG GTT AAA TGC CCA CCT ACC TAT cL 252 

DVVPEIELKNAKGLSNESVM 
GAT GTA GTT CCT GAA ATA GAG TTA AAA AAT GCC AAA GGT CTA TCA AAT GAA AGT GTC aL 

LLKSRLE ELAKKHCGEVMT P 
TTG TTA AAA TCT CGC CTA GAA GAA CTG GCC AAG AAA CAC TGT GGG GAG GTG ATC ATC TPT 

„ ELAYH VQSFLSEHNKPPPK< ; 
GZA CTG GCT TAC CAC GTG CAG TCA TTT CTC AGC GAG CAT AAC AAG CCC CCT CCC AAG TCT 



H 



M 



104 
312 

124 
372 

144 
432 

164 
492 

184 

552 



Unr*"* 1 CAT GAA GAA ATG CTG GAA AGG CGG GCT CAG GAG GAG CAG CAG AGG CTG TTG GAG GCC 

AAA GAA GAG CAG GAG CAA CGT GAA ATC CTG CAT GAG ATT CAG AGA AGG AAA GAA 

~ E IKEEKKR KEMAKOERT pt 

Q?AG ATA AAA GAA GAG AAA AAA AGG AAA GAA ATG GCT AAG CAG GAA CGT TTG GAA ATT GCT fit 

0 SI,SNQDHT SKKDPGGHRT aa 
TCA AAC CAA GAT CAT ACC TCT AAG AAG GAC CCA GGA GGA CAC AGA ACG GCT GCC 

jyiLHGGSPDFVGNGKHRANqc. 
,gTT CTA CAT GGA GGC TCT CCT GAC TTT GTA GGA AAT GGT AAA CAT CGG GCA AAC TCC TCA 

3 G RSRRER Q Y SVCNSEDSP f - 
•=GGA AGG TCT AGG CGA GAA CGT CAG TAT TCT GTA TGT AAT AGT GAA GAT TCT CCT C^C TCT 

CEILYFNMGS PDQLMVHKr* 
TGT GAA ATT CTG TAT TTC AAT ATG GGG AGT CCT GAT CAG CTC ATG GTG CAC AAA GGG AAA 

CIGSDEQLGK LVYNALFTA-n 
TCT ATT GGC AGT GAT GAA CAA CTT GGA AAA TTA GTC TAC AAT GCT TTG GAA ACA GCC ACT 

GGFVLLYEWVLQW0KKMrt> 
GGT GGC TTT GTC TTG TTC TAT GAG TGG GTC CTT CAG TGG CAG AAA AAA ATG G^T CCA 4 



224 
672 

244 
732 

264 
792 

284 
852 

304 
912 

324 
972 



CTT ACC AGT CAA GAA AAA <£> aL A^T gL aL 4 aL aL CAG ATT CAA GGA ACA gL l«J 

TEFNSLVKLSH PNVVRYLAM 
ACA GAA TTC AAC TCA CTG GTA AAA TTG AGC CAT CCA AAT GTA GTA CGC TAC CTT 4 A^ 1092 
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N 
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H 
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C 7.TC 



AAT CTC AAA GAG CAA GAC GAC TCC^ GTG GTG GAC ATT TTA GTG GAG CAC ATtWgGG 1152 

VSLA AHLSHSGPIPVH0T o o 
GTC TCT CTT GCT GCA CAC CTG AGC CAC TCA GGC CCC ATC CCT GTG CAT CAG CTT CGC AGG All 

YTAQLLSGLDYLHSNSVVHK aoa 
TAC ACA GCT CAG CTC CTG TCA GGC CTT GAT TAT CTG CAC AGC AAT TCT GTG GTG cL AAG iSt 

VLSASNVLVDAEGTVKITnv 
GTC CTG AGT GCA TCT AAT GTC TTG GTG GAT GCA GAA GGC ACC GTC AAG ATT aL GAC TAT 1332 

SISKRLADICK EDVFEOTRV a«„ 
AGC ATT TCT AAG CGC CTC GCA GAC ATT TGC AAG GAG GAT GTG TTT GAG CAA ACC CGA GTT 1392 

"F* S ^) 

CGT TTT AGT GAC AAT GCT CTG CCT J T AAA ACG GGG AAG AAA GGA G^T air 4 CGT CTT 1452 

GLLLLSLS QGQECGEYPVTT ™„ 
GGC CTT CTG CTG CTG TCC CTC AGC CAA GGA CAG GAA TGT GGA GAG TAC CCT GTG ACC ATC 1512 

PSDLPADFQDFLKKCVCLDn 
CCT AGT GAC TTA CCA GCT GAC TTT CAA GAT TTT CTA AAG AAA TGT GTG TGC TTG gL GAC 1572 

KERWSPQQLLKHSFINPOPK 
AAG GAA AGA TGG AGT CCC CAG CAG TTG TTG AAA CAC AGC TTT ATA AAT CCC CAG CCA AAA 16 32 

,.4 MPLVE Q S PEDSGGQDYVETV r M 
Jf" CTA GAA CAA AGT CCT GAA GAT TCT GGA GGA CAA GAT TAT GTT GAG ACT GTT 1692 

^ IPSNRLPSA AFFSETQROFq 

yj«T CCT AGC AAC CGG CTA CCC AGT GCT GCC TTC TTT AGT GAG ACA CAG AGA CAG 4 TCC 1752 

Q:GA TAC TTC ATT GAG TTT GAA GAA TTA CAA CTT CTT GGT AAA GGA GCT TTT GGA GCT GTC Zl 

:iiIKVQNKLD GCCYAVKRTPT 

f TC *** GTG ^ ™ AAG TTG GAC GGC TGC TGC TAC GCA GTG AAG CGC ATC CCC ATC aL iSt 

j^PASRQFRRiRGEVTLLSRLH 
; JCG GCC AGC CGG CAG TTC CGC AGG ATC AAG GGC GAA GTG ACA CTG CTG TCA CGG CTG CAC 

!3*T GAG AAC ATT GTG CGC TAC Jc Zc GCC TGG ATC GAG CGG dc GAG cL CCG GCG 1992 

PGTPPPDSGPLA KDDRAARr 
CCG GGG ACG CCG CCC CCG GAC TCC GGG CCC CTG GCC AAG GAT GAC CGA GCT GCA CGC C^G 2052 

QPASDTDGLDSVEAAAPPpt 
CAG CCG GCG AGC GAC ACA GAC GGC CTG GAC AGC GTA GAG GCC GCC GCG CCG CCA CCC ATC 21lt 

LSSSvew stsg ERSasarf 

3gc gag cgc 

ATG PGSSDDEDDD 



644 
1932 



CTC AGC AGC TCG GTG GAG TGG AGC ACT TCG GGC GAG CGC TCG G^C AGT GC^C CGT TTC CCC 2^2 

GCC ACC GGC CCG GGC TCC AGC GAT GAC GAG GAC GAC GAC d GAC GAG dc GGT £c GTC 2 ltt 

FSQSFLPASDSE SDII FDMP 

TTC TCC CAG TCC TTC CTG CCT GCT TCA GAT TCT GAA AGT GAT ATT ATC TTT GAC aL gL 2292 

DENSKSQNQDED CNEKNGCH 

GAT GAG AAC AGT AAA AGT CAG AAT CAG GAT GAA GAT TGC AAT GAA AAG AAT GGC TGC CAT 2352 



FIG. lb 




ESEPSVTTEAVHYlyjomi? 
GAA AGT GAG CCA TCA GTG ACG ACT GAG GCT GTG CAC TAC CTA TAC ATC CAG ATC GAG TAC 2 TA 

^^^^^^C^i^Aiici^^J^i^^^ 24 8 7 2 2 4 

ATX cL cL c£r 4 aL CCT GTC AAC A^T TTT 4 GAT 4 OAT GAC cL GTC aL ATA 2592 
GGT GAT TTT GGT TTG GCG AGA GAC CAT CTA GCC TTT TCT GCT GAC AGC AAA CAA GAC GAT 2^ 
GAG ACA GGA GAC TTG ATT AAG TCA GAC CCT TCA G^T <£ TTA ACT GQ3 ATC GTT GGC ACT 2 T 2 
GCT CTC TAT GTA AGC CCA GAG GTC CAA GGA AGC ACC AAA TCT GCA TAC AAC CAG AAA GTG 2^ 
GAT CTC TTC AGC CTC GGA ATT ATC TTC TTT GAG ATC TCC TAT CAC CCC ATC GTC ACG Gc" T 



RlFVLN Qi-R D p TSPKFp 



2832 

964 
2892 



2952 



AGG ATC TTT GTT CTC AAC CAA CTC AGA GAT CCC ACT TCG CCT AAG TTT CCA GAA 

^^^^^^^^^^^^^^^^^^^^ »« 

G ^ A *^ c ^ c A ^ A G ^ c A ^ ga=a C ^ G c ^ c ^ G A ^ T G ^ G C ^ G c ^ c c ^ c * c 
|agatcgLgL^gL4ca;gLgtcctccL ^ 

J|LgcctL4ac;atcatcg^c^a^ 

S^" C ^ AAG G ^ C A * C T ^ C ATC GGT ACA GCC AAG ATC CAG JSJ 

AC T T CCA CTA CTC GTT CCC CGA AAC AGA CAA ATA tL GAG 4 AAC GAA GCT GCC CTA 4 lilt 

1124 
3372 

VARNNILNLKRYClFT3\ro 

l - IER VFR 1144 



MDHSGMLVML PFDLR t o-o 
ATC GAC CAC AGC GGG ATC CTC GTC ATC CTT CCT TTT GAC CTC CGG ATC CCT TTT GCA AGA 



3432 



TAT GTG GCA AGA AAT AAT ATA TTG AAT TTA AAA CGA TAC TCC ATA GAA CGT GTC TTC AGG 

COG CGC AAG TTA GAT GGA 4 c£r CCC AAA gL CTT CTC GAG TCT GCA 4 GAT ATT GTC 3 "S 

TSTTNSFL PTA EIITTTV1? 
ACT TCT ACC ACC AAC AGC TTT CTC CCC ACT GCT GAA ATT ATC TAC ACT ATC TAT GAA ATC 3552 



FIG. 1c 



1 ° E F P A L Q RNYSIYLNH i,™ 

ATC CAA GAG TTT CCA GCA CTT CAG GAA AGA AAT TAC AGT ATT TAT TTG AAC c£ T ACC ATG 3 612 

LLKAILLHCGI PEDKLSOuvno/i 
TTA TTG AAA GCA ATA CTC TTA CAC TTT anr air- rv-a r-*,> ™ m „ 24 
1V - 11A C - AL TCT 00(3 ATC CCA GAA GAT AAA CTC AGT CAA GTC TAC 3672 

R i n II ' YDAVTE KLTR R EVEAKF 1?U 
™ CTC ™ GAT GCT GTG ACA GAG AAG CTG ACG AGG AGA GAA GTG GAA GCT AAA TTT 3732 

CNLSLSSNSLCR LYKFIEO K i, fi „ 
TC T AAT CTG TCT TTG TCT TCT AAT AGT CTG TGT CGA CTC TAC AAG TTT ATT GAA CAG AAG 3792 

GGA GAT TTG CAA gL CTT A^G CCA ACA ATA Zt TCA TTA ATA AAA CAG AAA ACA gL ATT lilt 

GCA CAG TTG G L AAG TAT GGC TTA AAA GAC CTA GAG GAG GTT GTT GGA CTG TTG AAG AAA lilt 

CTC GGC ATC AAG TTA CAG GTC TTG ATC AAT TTG GGC TTG GTT TAC AAG <L CAG CAG CAC lilt 

AAT GGA ATC ATC TTC CAG TTT GTG GCT TTC ATC AAA CGA AGG CAA AGG GCT G Ia CCT GAA Hit 

JTC CTC GCA GCT GGA GGC AGA TAT GAC CTG CTG ATT CCC CAG TTT AGA GGG CCA CAA GCT Hit 

IJfTG GGG CCA CTT CCC ACT GCC ATT gL GTC jJc ATA GCT ATA GAC AAG ATA 4 GCT GCT Sh 

I^c^aLatggaggL^tg^acaataac^tct^tgL J£J 

2 GQMSMSRAINL TQKLWTAr T 1„o„ 
ATG TCT ATG TCC AGG GCC ATC AAC CTA ACC CAG AAA CTC TGG ACA GCA GGC ATC 4272 

^^^^^^^^^^^i^^^-L^^^^^ Utt 

j|^T CAT GAA ATC ACC TAT GTG GCC CTT GTC TGG GAT AAA GAA GGA AOC <£• GTC AAG GTT « £ 

4L 4 4 GAG AAG GAA AGG CAG ACA GAG AAG CGT G L 4 GAG ACT GAA CTT GTG GAC \tt 

CAT GTA 4 CAG AAA CTG AGG ACT AAA G^C ACT gL GAA AGG AAT GGC aIa GAA GCT tIc 45^2 

GAT AAT CTT GCA GTG CAA AAT CTG AAG GGG TCA TTT TCT AAT GCT tL GGT TTG TTT GAA Sit 

ATC CAT GGA GCA ACA L GTT CCC ATT GTG AGT G lo CTA cic CCG GAG AAG CTG tIa GCC Htt 

AGC ACT AGG AGG CGC TAT gL ACT CAG cIa CAA ACT CGA CTT CAG ACC 4 C^T cic Zc lUt 

LHQKS SEIEILAVDLPK 

? GAA ATT ( 

W 



TTA CAT CAG AAA AGC AGT GAA ATT GAA ATT CTG GCT GTG GAT CTA CCC AAA GAA ACA ATA 

AD EQAFNTTVK 1604 



FIG. Id 



GCT GAT GAA CAG GCA TTT AAC ACA ACT GT^A 



TTA CAG TTT TTA TCA TTA GAG TGG gWgCT GAT GAA CAG GCA TTT AAC ACA ACT gKaG 4812 
CAG CTO 4 TCA dc CTG cL AAG cL AGA Jc CTC AAA TTA GTC 4 GAT GAA ATT TAT 

AAC ATC AAA G^A GAA AAA AAG gL TCT gL CTA TTT CTG TAC AGC TAT aL <£r <£ TAC 

Y R I L F * 

TAC AGA ATC TTA TTT TAA 1650 



4950 



CCCTAAAGAACTGTCGTTAACC1CATTCAAA 
ATTTAAAATTAAATTCTAAGAA 
GAAGACTGCTTGAAACCAGGAGTTTGA^ 
TAGTTGGGCATGGTGGCAC^TGCCTGTAGTC 
AGGCTGC^GTGAGCTGTGACTGCGCCACTGCA^ 
AAAAAAAAATTTTTTTTCTA^ 

TATCTTTTGGGATATAATAAATGCTTTCATATACCTGC 



lG 

lGTTTTTCATGTGTAATATATTATAAATT 



) 



FIG. le 



CLUSTAL W (1.74) multiple sequencl^Rgnment 



6065914_eIF2kinase_man 

Itllta* oTP ,v ■ MAGGRGAPGRGRDEPPESYPQRQDHELQALEAIYGADFQDLRPDACGPVK 

6066585_eIF2kmase_mouse MAGGRG A SGRGRAE PQ E S Y S QRQ DH E LQ A L E A I YG S DFQ D L R PD ARG R VR 

6065914_eIF2kinase__man 

Itlll^ aTP o V ■ EPPEINLVLYPQGLTGEEVYVKVDLRVKCPPTYPDVVPEIELKNAKGLSN 

6066585_eIF2kanase_mouse E P PE I NL VL Y PQG LAG E E VYVQ VE LQ VKC P PT Y P D WPE I E LKNAKG L SN 

6065914_eIF2kinase_man 

Inlll^ oTr0 v • ESVNLLKSRLEELAKKHCGEVMIFELAYHVQSFLSEHNKPPPKSFHEEML 

b066585_eIF2k in asemouse ESVNLLKSHLEELAKKQCGEVMIFELAHHVQSFLSEHNKPPPKSFHEEML 

6065914_eIF2kinase_man 

606fi2flR oT ,9V ■ ERRAQEEQQRLLEAKRKEEQEQRE I LHE I QRRKEEI KEEKKRKEMAKQER 

6066585_eIF2k i nase_mou S e ERQAQEKQQRLLEARRKEEQEQREILHEIQRRKEEIKEEKKRKEMAKQER 

6065914_eIF2kinase_man 

6066585 e iF?ki n*«,o LEIASLSNQDHTSKKDPGGHRTAAILHGGSPDFVGNGKHRANSSGRSRRE 

6066585_eIF2kinase_jnouse LE I T S LTNQD Y ASKRD P AGH RAAA I LHGG S PDFVGNGKARTY S SG R S RRE 

6065914_eIF2kinase_man 

dofifi?fiR ot^v • r Q ysvcn sedspgsceilyfnmgspdqlmvhkgkcigsdeqlgklvynaZ 

g066585_eIF2k 1 nase_mouse RQYSVCSGEPSPGSCDILHFSVGSPDQLMVHKGRCVGSDEQLGKWYNAL 

!^065914_eIF2kinase_inan 

^06fi?fiR ot^v • etatggf vllyewvlqwqkkmgpfltsqekekidkckkqiqgtetefnsl 

^066585_eIF2k 1 nase_mouse ETATGSFVLLHEV^QWQK-MGPCLTSQEKEKIDKCKRQIQGAETEFSSL 

QS065914_eIF2kinase__man 

4790 

i=l SOfifiSflR oT „v ■ WL SHPNVVRYLAMNLKEQDDSIVVDILVEHISGVSLAAHLSHSGPIPVH 

i ^6066585_elF2kinase J nouse VKLSHPNIVRYFAMNSREEEDSIVIDILAEHVSGISLATHLSHSGPVPm! 

1=11 06591 4_eIF2kinase_man 

HJofilL ott7ov - Q lrr ytaqllsgldylhsnswhkvlsasnvlvdaegtvkitdysiskrZ 

.j066585_eIF2kinase_mouse QLRKYTAQLLAGLDYLHSNSVVHKVLSASSVLVDAEGTWITDYSISKRL 

3065914_eIF2kinase_man 

t= 606fi5fis oTP ^ • ^^kedvfeqtrvrfsdnalpyktgkkgdvwrlgllllslsqgqecgey 

6066585_eIF2k 1 nase_mouse ADICKEDWEQARWFSDSALPYKTGKKGDVWRLGLLLLSLSQGQECGEY 

6065914_eIF2kinase_man 

60fifiSSS otpu ■ pvtipsdlpadfqdflkkcvclddkerwspqqllkhsfinpqpkmplveq 

6066585_eIF2k 1 nase_mouse PVTIPSDLPADFQDFLKKCVCLDDKERWSPQQLLKHSFINPQPKLPLVEQ 

6065914_elF2kinase_man 

6066585 PTF^Hn^o spedsg gQdyvetvipsnrlpsaaffsetqrqfsryfiefeelqlZgkga 

6066585_eIF2k 1 nase_mouse SPEDSGGQDYIETVIPSNQLPSAAFFSETQKQFSRYFIEFEELQLLGKGA 

6065914_eIF2kinase_man 

60fifi5fl5 oT P7V ■ fgavikvqnkldgccyavkripinpasrqfrrikgevtllsrlhhenivr 

6066585_eIF2k 1 nase_mouse FGAVIKVQNKLDGCCYAVKRIPINPASRHFRRIKGEVTLLSRLHHENIV^ 

6065914_eIF2kinase_man 

6066585 elFPki n«« YYNAWI ERHERPAGPGTPPPDSGPLAKDDRAARGQPASDTDGLDSTCAAA 

6066585_eIF2kinase_jnouse YYNAWI ERHERPAVPGTPPPDCTPQAQDSPATCGKTSGDTEELGSVEAAA 



F *G. 2a 



6065914_eIF2kinase__man 

6065914_eIF2kinase_man 

Initio -titou • PASDSESDIIFDNEDENSKSQNQDEDCNEKNGCHESEPSVTTEAVHYI YT 

6066585_eIF2kinas ej nouse ^DSDSDIIFDNEDENSKSQNQDED^^ 

6065914_eIF2kinase_man 

6065914_eIF2kinase_man 

6065914_GlF2kinase_man 

14790 

606fi c:oc oTP . ov . GMVGT AL YVS PE VQG STK S A YNQK VDLF S LG 1 1 FFEMS YH PMVTA SERIF 

6066585_eIF2k 1 nase_xnouse GMVGTALYVSPEVQGSTKSAYNQKVDLFSLGIIFFEMSYHPM\^AS^ 

6065914_eIF2kinase_man 

; ( g065914_eIF2kinase_man 

;% -f065914_eIF2ki nase man 

!^L_ eIF2kina „e ^^^^^^^^ 

y065914_eIF2kinase_man "ALFMDHSGMLVMLPFDLRIPFARYVARNNILILKRYCIERVFRPRKLD 
- snfi „„ ot .,.. EAALFMDHSGMLVMLPFDLRI PFARYVARNNILNLKRYCIERVFRPRKT n 

n J066585_eIF2k 1 nase J nouse EAALFMDHSGMLVMLPFDLRVPFARWAR^I^yc^ERWRPRKlC 

j_y *****************....„.„..„.*.. n*...,,^,^^ 

: |065914_eIF2 ki nase_ m an ^^I^CAFDIVTSTTOSFLPTMIJVTIYEIIQEFPALQERNVSIV 
4,l fi «« RFHPKELLECAFDIVTSTTNSFLPTAEIIYTIYEIIOEFPALOERNY^T V 

i g066585_eIF2kxnase_mouse RFHPKELLECAFDIWSTTNSSLPTAETIYTIYEI^EFPALQeZLy 

********************* ***** 

6065914_eIF2kinase_ I nan ^LLKAXLLHCGIPEDKLSQVYIILYDAVTEKLTRREVEAKFCNLSL 
6066585 eIF2ki™<= 0 ™ IjNHTMLLKAILLHCGIPEDKLSQVYI ILYDAVTEKLTRREVEAKFCNLSL 

6066585_eIF2k 1 nase_ nl ouse LNHTMLLKAILLHCGIPEDKLSQVYVILYDAVTEKLTRREVEAKFCNlIl 

*********:*******.*.*♦*.**,,,**,„„„ 

6065914_eIF2kinase_ m an SSNSLCRLYKFIEQKGDLQDLMPTINSLXKQKTGIAQLVKYGLKDLEEW 
6 0 66 5S 5 _ eI F2 kln a Se _ mouse 

************** * * * * * ^ ************ . 

************ ; *** i>A .^ +i|f ^ A + + 

6065914_eIF2kinase_man GRYDLLIPQFRGPQALGPVPTAIGVSIAIDKISAAVLNMEESVTISSCDL 
6 0 6 6 585 _eXF2k in a S e_ m o US e C^o^S 

******** : *****..******.**** ^ + ^ + +*** iJ . 

**** *.******_**.***** 

6065914_eIF2kinase_n,an LWSVGQMSMSRAINLTQKLWTAGITAEIMYDWSQSQEELQEYCRHHEIT 

FIG. 2b 



14790 

6066585„eIF2kinase_mouse 



6065914_eIF2kinase__man 
14790 

6066585_eIF2kinase_mouse 



6065914_eIF2kinase_man 
14790 

6066585__eIF2kinase_mouse 



60659l4_eIF2kinase_man 
14790 

6066585_elF2kinasG_mouse 



6065914_eIF2kinase_man 
14790 

6066585_eIF2kinase_mouse 



LW^^SMSRAINLTQKLOTAGITAEIMYDWSQSQEELQEYCjJBB 

*™f*^^^ 

YVALVSDKEGSHVKVKSFEKERQTEKRVLETELVDHVLQKLRTKVTDERN 
WALVSDKEGSHVKVKSFEKERQTEKRVLETELVDHVLQKLRTK^S 
YVALVSDKEGSHVKVKSFEKERQTEKRVLESDLVDHVMQKLRTKVGDERN 

*************************** :: ***** ;+ ^ + ^ * * * * 

GREASDNLAVQNLKGSFSNASGLFEIHGATWPI VSVLAPEKLSASTRRR 

greasdnlavqnlkgsfsnasglfeihgatwpivsvlapeklIaItr^ 

FRDASDMLAVQTLKGSFSNASGLFEIHGTTWPNVIVLAPEKLSASTRRR 
*:********. *************^ ; ,^ # ******** ****** 

YETQVQTRLQTSLANLHQKSSEIEILAVDLPKETILQFLSLEWDADEQAF 
YETQVQTRLQTSLANLHQKSSEIEILAVDLPKETILQFLSLEITOADEQAF 

heiqvqtrlqttlanlhqksseieilavdlpketilqflsle™ 

: * ******** :************************ + ^ + ^^ + ^ 
NTTVKQLLSRLPKQRYLKLVCDEI YNIKVEKKVSVLFLYSYRDDYYRir F 

nttvkqllsrlpkqrylklvcdeiynikvekkvsvlflySy^r^lf 

^TVKQLLSRLPKQRYLKLVCDEIYNIK^KKVSVLFLY^ 

**************************** *****^^^^^ 
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